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APPLICANT: Yuji, HAT A DA 
Katsuya, OZAKI 
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Shuji, KAWAI 
Susumu, ITO 

TITLE OF INVENTION: GENE ENCODING ALKALINE LIQUEFYING ALPHA- AMYLASE 
FILE REFERENCE: 2173-106P 

CURRENT APPLICATION NUMBER: US/08/952,741 

CURRENT FILING DATE: 1997-11-25 
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atataaattt gaaatgaaca cctatgaaaa tatggtagcg attgcgcgac gagaaaaaac 

ttgggagtta ggaagtgata ttaaaggatt ttttttgact tgttgtgaaa acgcttgcat 
aaattgaagg agagggtgct tttt atg aaa ctt cat aac cgt ata att age 

Met Lys Leu His Asn Arg lie lie Ser 
1 5 

gta eta tta aca eta ttg tta get gta get gtt ttg ttt cca tat atg 

Val Leu Leu Thr Leu Leu Leu Ala Val Ala Val Leu Phe Pro Tyr Met 
10 15 20 25 

acg gaa cca gca caa gee cat cat aat. ggg acg aat ggg acc atg atg 

Thr Glu Pro Ala Gin Ala His His Asn Gly Thr Asn Gly Thr Met Met 

30 35 40 

cag tat ttt gaa tgg cat ttg cca aat gac ggg aac cac tgg aac agg 

Gin Tyr Phe Glu Trp His Leu Pro Asn Asp Gly Asn His Trp Asn Arg 

45 50 55 

tta cga gat gac gca get aac tta aag agt aaa ggg att acc get gtt 

Leu Arg Asp Asp Ala Ala Asn Leu Lys Ser Lys Gly lie Thr Ala Val 

60 65 70 

tgg att cct cct gca tgg aag ggg act teg caa aat gat gtt ggg tat 

Trp lie Pro Pro Ala Trp Lys Gly Thr Ser Gin Asn Asp Val Gly Tyr 

75 80 85 

ggt gec tat gat ttg tac gat ctt ggt gag ttt aac caa aag gga acc 

Gly Ala Tyr Asp Leu Tyr Asp Leu Gly Glu Phe Asn Gin Lys Gly Thr 
90 95 100 105 

gtc cgt aca aaa tat ggc aca agg agt cag ttg caa ggt gec gtg aca 

Val Arg Thr Lys Tyr Gly Thr Arg Ser Gin Leu Gin Gly Ala Val Thr 
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<211> LENGTH: 22 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: any n = a,c,t or g 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of Artificial Sequence: Primer 
<400> SEQUENCE: 3 

tngaygcngt naarcayath aa 22 

<210> SEQ ID NO 4 
<211> LENGTH: 26 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: any n = a,c,t or g 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of Artificial Sequence: Primer 
<400> SEQUENCE: 4 

tcrtgrttrt cnacraangt nacngc 26 

<210> SEQ ID NO 5 
<211> LENGTH: 23 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of Artificial Sequence: Primer 
<400> SEQUENCE: 5 

agccaatctc tcgtatagct gta 23 
<210> SEQ ID NO 6 
<211> LENGTH: 22 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of Artificial Sequence : Primer 
<400> SEQUENCE: 6 

gtacaaaaac accctataca tg 22 
<210> SEQ ID NO 7 
<211> LENGTH: 20 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of Artificial Sequence : Primer 
<400> SEQUENCE: 7 

aatggwacwa tgatgcakta 2 0 

<210> SEQ ID NO 8 
<211> LENGTH: 22 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of Artificial Sequence : Primer 
<400> SEQUENCE: 8 
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VERIFICATION SUMMARY 
PATENT APPLICATION US/08/9bf , 741 



DATE: 09/11/98 
TIME: 15:49:27 



Input Set: H9 52741. RAW 



Line ? Error/Warning Original Text 



203 W "N" or "Xaa" used: Feature required tngaygcngt naarcayath aa 

213 W "N" or "Xaa" used: Feature required tcrtgrttrt cnacraangt nacngc 



